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Figure S1: Detrended correspondence analysis (DCA) for the total number of detected genes under medium-(119-day) and long-term (252-day) submergence indicating community structure changes. All the treatments; C0S0, C0S1, C1S0, and C1S1 (solid filled markers) from medium-term submergence, and only C0S0, and C1S1 (pattern filled markers) from long-term submergence are plotted. submergence. All the treatments; C0S0, C0S1, C1S0, and C1S1 (solid filled markers) from medium-term submergence, and only C0S0, and C1S1 (pattern filled markers) from long-term submergence are plotted.
7 Figure S6 : Detrended correspondence analysis (statistics) of dsrA showing a change in community structure under medium-(119-day), and longterm (252-day) submergence. All the treatments; C0S0, C0S1, C1S0, and C1S1 (solid filled markers) from medium-term submergence, and only C0S0, and C1S1 (pattern filled markers) from long-term submergence are plotted. Table S3 : Bray Curtis dissimilarity test giving ρ-value for each treatment during medium-(119-day) and long-term (252-day) submergence.
The ρ-values were calculated based on total number of detected genes. 
